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Selection for Improved
Fertility Using EBVs

rahmans selected on fertility traits (using Days to
Calving and Scrotal Size EBVs) have shown improved
conception rates of up to 45% when compared to
unselected lines of commercial heifers in the Northern Territory.

Following a previous emphasis on growth traits, the Northern
Territory Department of Regional Development Primary Industry
Fisheries and Resources have focused selection on improving fertility
in their Brahman herd since 1994. The herd has been performance
recorded for genetic evaluation through BREEDPLAN since 1996
with historical records included back to 1986. Selection of the herd
has included culling of cows that fail to raise a calf every year, using
only replacement heifers that are pregnant as yearlings following a
3 month mating period and the use of sires with low days Days to
Calving EBVs (AI sires) or a high scoring index based on scrotal size,
high % normal sperm as yearlings, dam age at first calf and calving
history (bulls bred within herd).
The success of these selection protocols is clearly demonstrated in
the genetic progress the herd has made for the fertility traits of Days
to Calving and Scrotal Size compared to the breed average (Figures
1 and 2).

Figure 1: Comparison of the NT Department of Resources Brahman
herd genetic trends for Scrotal Size with that of the Brahman breed

Figure 2: Comparison of the NT Department of Resources Brahman
herd genetic trends for Days to Calving with that of the
Brahman breed

A further confirmation of the improved fertility genetics in this
Brahman herd was provided from the results of a recent trial
which compared conception rates in yearling mated heifers from
the Departments’ herd to that achieved in commercial heifers.
In this trial, approximately 100 high grade Brahman heifers
were purchased each year for three years from three different
commercial herds from their first round of weaners. These
heifers were then trucked to the Departments’ research property
220km South of Darwin and run with their heifers being used for
comparison. The heifers were joined as yearlings from December
to March and pregnancy tested 2 months after the bulls were

“SBTS & TBTS provide A national extension network for
genetic technologies for the Australian
beef seedstock industry”
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Selection for Improved Fertility Using EBVs in Brahmans

removed. Heifers were mated and compared within specific weight ranges. The results
showed a consistent advantage to the Departments’ heifers (Figure 3) with a 24% (year
1), 36% (year 2) and 45% (year 3) increase in conception rates when compared to the
commercial heifers. The average advantage over the three years was a 35% higher
conception rate in the heifers derived from a herd selected on fertility (Schatz et al.,
2010).
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Figure 3: Comparison of pregnancy rates for yearling mated heifers from the NTDepartment
of Resources selected herd and Commercial heifers.

The higher conception rates in the Departments’ heifers are believed to be due to their
earlier age of puberty compared to the commercial heifers. If joining was performed
at 24 months it is thought that the advantage in pregnancy rates would not be as high
due to more of the commercial heifers attaining puberty and more likely to get in calf.
However, the fertility research conducted in the Beef CRC has shown strong favourable
genetic correlations for Brahmans between female age of puberty (determined as age
at first Corpus luteum measured by ultrasound scanning of the ovaries) and Days to
Calving and calving success in heifers following joining at approximately 25 months
of age (Johnston et al., 2006). The same research has also provided indications that
selection for age of puberty in Brahmans will result in reduced time for cows to return
to oestrus following calving and a higher frequency of ovulations prior to weaning (in
younger cows at least). Further collection and analysis of data is required to determine
the correlation of age of puberty with a females’ whole of life productivity but early
results are encouraging. The challenge will be to find a practical early measurement of
this trait.
In the interim, the current fertility trait of Scrotal Size EBV is associated with an earlier
age of puberty in daughters and the Days to Calving EBV provides a direct measure
of female fertility capturing an ability for both heifers and cows to go into calf early in
the mating period. In Brahmans, Scrotal Size and Days to Calving have a heritability of
44% and 16%, respectively. With large variation in the fertility traits, and as evidenced
by the Northern Territory Department of Resources herd, significant scope exists to
make genetic gains for fertility based on selection with these traits which will equate to
improved profitability of the herd.
References:
Johnston D.J., Barwick S.A., Burrow H.M., Holroyd R.G. and Fordyce G. (2006) ‘Female reproductive
performance and its relationship with age of puberty in beef heifers of two tropically adapted genotypes in
Northern Australia’ 8th World Congress on Genetics Applied to Livestock Production, August 13-18, 2006, Belo
Horizonte, MG, Brasil
Schatz T.J., Jayawardhana G.A., Golding R., and Hearnden M.N. (2010) ‘Selection for fertility traits in Brahmans
increases heifer pregnancy rates from yearling mating’ Animal Production Science, 2010,50,345-348.
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Calibration of the Pfizer High
Density 50K Product for Angus

T

This will provide Angus Australia and their members with
invaluable information when making decisions about the use
of MVPs.

he Animal Genetics and Breeding Unit (AGBU),
in association with Pfizer Animal Genetics (PAG),
Angus Australia, and MLA are currently working
together on the “calibration” of the new Pfizer High Density
50K product for Australian Angus cattle.

Importantly, the project will also calculate the necessary
parameters to enable the incorporation of MVP data into
the calculation of BREEDPLAN EBVs. This is important as
including MVP data into BREEDPLAN EBVs will ensure that
seedstock breeders and commercial producers can get the most
accurate guide to an animal’s genetic merit, which is what the

The Pfizer High Density 50K for Angus product assesses the
genetic makeup of Angus cattle at more than 50,000 locations
across their whole genome. These locations are known as DNA
markers or more specifically as SNPs (pronounced ‘snips’)
which are single nucleotide polymorphisms. In order to do this,
PAG have previously conducted “discovery” research in Angus

combination of pedigree, performance and MVP information
achieves.

cattle populations to determine the magnitude of the effects of
each of the 50,000 SNPs on each trait analysed. Then for each
animal, these effects are reported as measures of genetic merit,
branded as Molecular Value Predictions, or MVPs.

The full results to date and explanation of the analytical
components of the project are now available on the AGBU
website (http://agbu.une.edu.au). Any member interested in
further understanding the results from the calibration of the
Pfizer High Density 50K Angus product is encouraged to view
these results. One of the key results provided is the accuracy
of each MVP. That is, how well the MVP correlates with
actual measured performance of animals in the “independent”
population of Angus cattle.

The 13 different traits for which the PAG product predicts
MVPs include:
Calving Ease Direct
Calving Ease Daughters
Birth Weight		
Weaning Weight
Milk			
Carcase Weight		
Carcase Rib Fat

Carcase Eye Muscle Area
Carcase Marbling
Tenderness			
Dry Matter Intake (Feedlot)
Net Feed Intake (Feedlot)
Average Daily Gain (Feedlot)

It is expected that the first “trial” EBVs with MVPs included
will be provided to Angus Australia before the end of 2010,
with the subsequent inclusion of MVP information into the
main Angus GROUP BREEDPLAN evaluation scheduled
during 2011.

The calibration project being conducted provides an evaluation
of the Pfizer High Density 50K product in an “independent”
population of Angus cattle under Australian conditions.

For further explanation regarding the results from the
calibration project, please contact staff at SBTS or TBTS.
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Understanding DNA Based
Parentage Testing

I

The figure below illustrates what a Microsatellite Marker
looks like once it has been converted to a digital image on the
computer. The numbers below each peak correspond to the size
of the marker and this is the digit that appears on the animal’s
DNA typing report. In this simple representation it can be seen
that Sire 1 is the qualifying sire of this calf. Sire 2 is excluded as
a parent because it carries marker sizes 258 + 260, whereas the
calf carries neither of these marker sizes. The calf has inherited
its 262 allele from Sire 1 and its 266 allele from the dam.

n a seedstock beef operation, recording accurate pedigree
information is of critical importance, however gathering
precise pedigree details through field records can be
challenging in some circumstances. “Mothering up” cows and
calves can be difficult and compromised by cross mothering.
The widespread use of artificial reproductive technologies adds
another dimension of complexity. How do you know you have
got what you paid for? Was there any mix up of straws during
the AI process? Can you determine accurately whether the calf
was sired by the AI or back up bull? And in multiple
sire joining programs, individual sire identification is
impossible.
DNA Based Parentage Testing and Multiple Sire Mating
Analysis (paternity testing) are both powerful tools for
cattle producers who want to increase the accuracy of
the pedigree information in their herd.
What is DNA Typing & Parentage Testing?
DNA contains our genetic code and we inherit half our
DNA from our mother and half from our father. DNA
is contained in all nucleated cells and can be extracted
from most tissues – although it is easiest to obtain from
blood and hair follicles.
There are regions in our DNA that contain highly
repetitive sequences, for example, ACACACAC. These
are sometimes referred to as ‘junk DNA’. The correct
names for these sequences are DNA Microsatellite
Markers or Short Tandem Repeat Markers. The number
of repeat motifs in the sequence varies between individuals; one
individual may have 50 AC repeats, while another individual
may have 58 AC repeats. This repeat variation makes the
size of the marker different between individuals and this size
difference can be detected in the laboratory. It is the size of
each marker that is reported as an animal’s ‘DNA Type’.

What is the Accuracy of DNA-Based Parentage Testing?
The above example illustrates just one Microsatellite Marker.
The accuracy of DNA-Based parentage testing will vary with
the number of Microsatellites Markers used and the usefulness
of the Microsatellite Markers. For example, the Animal Genetic
Laboratory at the University of Queensland uses a panel of
22 different markers for determining parentage. Accuracy is
determined on an exclusion basis, that is, the ability of the panel
to exclude an incorrect parent from a calf ’s pedigree. In the test
used by the University of Queensland, for all breeds, 99.9% of
incorrect matings will be detected by parentage analysis. For
analyses which only consider one parent, such as paternity
testing or multi-sire mating analyses, this figure is reduced
slightly to around 99.6% to 98.7% depending on the breed.

Microsatellite Markers used in parentage testing can have
many different sizes (20-30) and it is this variability that makes
them useful for parentage analysis. All animals, including
humans, have two copies of each gene: parentage testing relies
on the principle that an individual will inherit one copy from
its mother and one from its father. Therefore, if a particular
marker size (called an ‘allele’) is present in the calf, but absent
in both of the nominated parents, then the parents must be
excluded from the calf ’s pedigree.

“This information has been adapted from an article written by Emily Piper, Science Leader of Animal Genetics Lab at the University of Queensland for the
Australian Wagyu Association. SBTS & TBTS gratefully acknowledge both Emily and the AWA for allowing us to reproduce this information”.
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Field Testing of DNA Test
for the Polled Gene

I

n August, the Beef CRC,
CSIRO, Meat and Livestock
Australia and the Animal
Genetics and Breeding Unit
(AGBU), in collaboration with
the University of Queensland,
released a DNA test for the
polled gene in beef cattle for
field testing. Since this time, a
considerable number of samples
have been submitted to the
University of Queensland’s
Animal Genetics Laboratory
and the results analysed.
Background
Research into the polled gene was initiated to develop gene
marker tests specifically for beef cattle in northern Australia,
to facilitate breeding for polledness, as an alternative to the
practice of dehorning. This project was a direct response to
industry concerns about dehorning and animal welfare that
were raised at several forums including early planning for
Beef CRCIII in 2003 and the MLA Northern Beef Industry
Committee meeting in December 2004 by the North
Queensland Regional Beef Research Committee.

breeds, especially those with Sanga genetics, these tests are
less reliable.
The Beef CRC subsequently developed a gene marker test that
is strongly associated with the polled status of beef cattle in
Australia. The test enables the differentiation between polled
animals that are homozygous versus heterozygous polled, with
the use of homozygous polled bulls allowing rapid introduction
of polled animals into Australian beef cattle herds, such that
the practice of dehorning can be phased out.

Dehorning is routinely practiced in beef cattle, as horns
are an important cause of bruising, hide damage and other
injuries, particularly in yards, feedlots and during transport.
Although it is advisable to dehorn at a young age, as a result of
the mustering practices and especially in northern Australia,
dehorning is frequently carried out in older calves between 3
and 10 months of age. Dehorning older calves involves greater
welfare considerations and is more labour intensive.

Research has shown that using bulls tested to be homozygous
with the Beef CRC test will result in a reduction in the
proportion of horned calves, in some breeds there will be an
increase in the proportion of scurred calves, and in all breeds
there will be an increase in the proportion of polled calves.
Presentation of Results
While the Beef CRC test is strongly associated with polled
status, consistent with research outcomes, the initial field
testing has illustrated that there is a degree of error about
the test. Of animals found to be homozygous for the allele
associated with polled status, in most breeds, all are polled but
in some breeds there are still some anomalies.

The difficulty of distinguishing between homozygous polled
animals and polled animals that are heterozygous carriers of
the allele responsible for horns is an impediment to breeding
for polled. At the beginning of this project the inheritance of
horns was reasonably well understood in Bos taurus breeds,
with the polled locus mapped to chromosome 1 and marker
tests becoming available. However, these tests were developed
using northern hemisphere cattle, and were not validated
in Australian herds, especially those with predominantly
Brahman genetics. Testing to date has shown that for some

Resulting from this, one of the important changes implemented
as part of the field testing of the DNA test so far has been a
change in the manner in which the results are presented.
Results for an individual animal will no longer be presented as a
definitive genotype (ie. Homozygous Polled (PP), Heterozygous
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Horned Poll and Beef CRC

Polled (PH), Homozygous Horned (HH)) but rather will now
appear as a probability for each genotype as shown in the
following example:

Homozygous PP Heterozygous PH Homozygous HH
91%

8%

1%

In the case shown, the tested animal has a 91% chance of being
homozygous polled. That is, there is a 91% chance that if this
animal was mated to any cows (ie. horned, polled or scurred)
then all progeny born would be either polled or scurred. These
results are based on field testing results to date and will be
updated as more data is analysed. Results are specific to breed
and breed composition. In breeds where the test is less reliable
the probability may not be as high as 91%.

Availability of the DNA Test for the Polled Gene

Reliability of Test

The test has been offered by the University of Queensland’s
Animal Genetics Laboratory (UQ AGL) since the beginning of
August 2010 at a cost of $33.00 (inc. GST). Discounted prices
apply if the tests are done through breed societies or in bulk.

One of the key indicators of how reliable the Beef CRC test
will be relates to the proportion of animals for which the test
produces an unambiguous result.

During the initial field testing period, the aim will be to further
validate the test’s accuracy in greater numbers and different
breeds of cattle to ensure that the results are consistent with
the research that has been completed to date, and to collect
information on the frequency of the polled gene in those
animals.

Field testing has shown that this differs considerably with breed
and breed composition and will alter if just polled animals are
selected for testing, versus testing animals that may be either
horned, polled or scurred.
The table below provides an indication of the proportion of
animals for which an unambiguous result will be produced
when only polled animals are tested.

BREED

Proportion of
Animals With
Unambiguous
Genotype*

Brahman

95%

Limousin

46%

Santa Gertrudis

74%

Droughtmaster

74%

Hereford

69%

Brangus

58%

Tropical Composite

66%

How to Get an Animal Tested?
You will need to provide a DNA sample from the animal and the
phenotype of the animal being tested (e.g. horned, polled, scurred
or unknown).
Hair samples are the best option (30-40 hair follicles). Contact
UQ AGL or your breed society to obtain a hair collection kit. UQ
AGL can also extract DNA from blood or semen for an additional
charge.
Your results will be sent to you and the data from your animals
will be used in the field validation process to test if the accuracy
of the research trials is replicated in wider populations and across
breeds. Breeders are strongly encouraged to report incidences
where the test has not proven to be accurate (for example, if an
animal is tested as true polled (homozygous) but subsequently
produces horned progeny). This will enable UQ AGL and the
extended research team to improve the test and ultimately provide
the Australian beef industry the confidence to include the test in
their breeding decisions.

In this table, an unambiguous result is defined as when the most likely
genotype for the animal has a probability of greater than 85%.
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EBVs pay dividends at
Brahman Week

B

uyers attending the annual Rockhampton Brahman
week sale pay, on average, $1200/head more for
bulls that have been genetically evaluated through
BREEDPLAN.
A major event on the Australian Brahman Breeders Association
(ABBA) calendar is the Rockhampton Brahman Week sale
which is held in October each year.
The three day event is the largest Brahman bull sale for the year
and sees about 900 bulls being auctioned off to buyers from
all over Australia. Over the past three years, a total of 2653
bulls have been sold for an average price of $5780/head with
large premiums being paid by astute cattleman for bulls with
GROUP BREEDPLAN EBVs. Over the 2008, 2009 and 2010
Rockhampton Brahman Week sales, the 568 (21%) bulls sold
with EBVs have averaged $6735 compared to an average price
of $5532 for bulls without EBVs. This represents a significant
(22%) price advantage to those seedstock producers providing
EBVs on their animals.

Genetically evaluated bulls being auctioned at the 2010 Rockhampton
Brahman Week Sale.

While this clearly demonstrates a shorter term financial benefit
based on providing genetic information for sale cattle, greater
economic benefit will also be realised in the longer term by
using EBVs as a selection tool to achieve greater genetic
progress towards the breeding objectives of the seedstock herd
as well as those of their clients.

Monthly GROUP BREEDPLAN
analyses for Brangus and Santa
Gertrudis

T

he Australian Brangus Cattle Association and Santa
Gertrudis Breeders (Australia) Association will
shortly join Angus Australia, the Australian Brahman
Breeders Association, the Charolais Society of Australia and
the Red Angus Society in upgrading the software used to
manage their pedigree and performance database to ABRI’s
new generation of breed registry software known as ILR2. The
new software includes several new features such as the running
of monthly GROUP BREEDPLAN analyses and production of
enhanced BREEDPLAN reports. This will significantly enhance
the BREEDPLAN service that is provided to members of Santa
Gertrudis and Brangus BREEDPLAN.

the Santa Gertrudis Breeders (Australia) Association are
scheduled to change over in February 2011. It is anticipated
that other Breed Societies will progressively upgrade to the
ILR2 software over the coming years.

The Australian Brangus Cattle Association are scheduled to
upgrade to the new ILR2 software in December 2010, whereas
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Are You Missing Out on the
Benefit of an Online Sale Catalogue?

T

he Online Sale Catalogue facility available via each
Breed Societies’ Internet Solutions system is a
powerful tool giving potential buyers access to a
range of pedigree and performance information on seedstock
animals currently listed for sale.

catalogue, and will also allow your potential clients to do their
homework well before sale day. The facility allows auction and
private treaty sales to be listed so not only can you advertise
your upcoming annual sale, you can also list any animals that
may come up for sale throughout the year.

This facility enables an electronic version of your sale
catalogue to be published and listed on your Breed Societies
Internet Solutions database. Within the Online Sale Catalogue,
information is provided on each individual lot available for sale.
The information available includes the animals full pedigree,
all available EBVs and Selection Indexes (plus the EBV graph),
vendor comments, sale information and notes, and any

As an illustration of the power of the Online Sale Catalogue
facility, each year the Rockhampton Braham Week Sale
Catalogue is listed on the Australian Brahman Breeders
Association (ABBA) Internet Solutions database. This
renowned sale sees approximately 900 Brahman bulls being
auctioned off to buyers from all over Australia. Over the period
that this year’s Brahman Week sale catalogue was displayed on

genetic test information or other Society specific information
available. Photographs and videos on each individual lot can
also be displayed. Potential buyers can search and sort an
individual sale catalogue or across a range of sale catalogues to
find animals that meet their specific selection criteria.

the ABBA Sale Catalogue facility, 1882 individual users made
over 250,000 page hits. The Australian Limousin Breeders
Society has also taken full advantage of this facility, with 100%
of member’s sales being listed. During this year’s spring sale
season (from July to October 2010) 2234 individual users made
over 296,000 page hits. From these two examples alone, it can
be seen that this is a very powerful facility being utilised by
thousands of people across Australia.

The benefits of listing your sale catalogue on this facility are
invaluable to your operation. As this facility can be accessed by
anyone worldwide who has an internet connection, your sale
can be promoted to a far wider market and client base then
what you may have listed in your current client database. The
in-depth information that potential buyers can access via this
facility will also far exceed what can be included in a printed

For more information on how to get your next sale catalogue
included on this facility, please contact your Breed Society
office.
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Collecting Date of Weaning
Information

T

calving) and the need to modify the definition of mating
contemporary group

he Animal Genetics & Breeding Unit (AGBU) has
recently requested that members of BREEDPLAN
record date of weaning information when submitting
performance to ABRI to assist with the further development
and enhancement of the BREEDPLAN genetic evaluation
system.

> the recording and contemporary grouping of measures
taken at the time of weaning e.g. docility scores, IGF-I
Changes have now been made to the paper performance
recording forms, the BREEDPLAN Microsoft Excel template
and the internet performance submission facility to enable
the submission of weaning date information to BREEDPLAN.
A copy of the updated Microsoft Excel template can be
downloaded from the Technical area of the BREEDPLAN
website. It is envisaged that the different BREEDPLAN
compatible herd recording software packages (eg. HerdMaster,
StockBook, CattleLink) will be modified shortly to enable
weaning date information to be recorded and submitted to
BREEDPLAN.

Dr David Johnston, Principal Scientist at AGBU, explained that
the recording of the weaning date of an animal is becoming
increasingly important, particularly as early weaning practices
become part of regular management of many seedstock herds.
While the weaning date information will not be utilised by the
BREEDPLAN evaluation immediately, David described that
once sufficient weaning date information had been recorded,
AGBU will investigate using it to enhance the EBVs that are
calculated by the BREEDPLAN evaluation by:
n

Assisting in the correct management grouping for 200 day
weight records and mature cow weights, particularly if
early weaning is practiced

n

Allowing the identification of data from early weaned animals
to enable research into the effects of early weaning on:

For further information on submitting date of weaning
information, please contact staff at SBTS or TBTS.

> the partitioning of 200 day weight records into the direct
and maternal (i.e. milk) components
> the estimation of age of dam effects and possible need
for separate age and age of dam adjustments for 200 day
weights of early weaned calves
> the expression of female reproductive traits (e.g. days to

Staff Departures

A

t the end of 2010, the SBTS team will bid farewell to both Bob Freer and
Michael Beattie, with Bob ending his formal involvement with the project
to better enjoy the pleasures of retirement, while Michael will be taking up
a role as Executive Director of the American Wagyu Association.
Both have been involved in the SBTS project since the establishment of the project
in late 2005 and will be sorely missed. The SBTS team would like to thank them both
for their invaluable contributions and wish them both the very best with their future
endeavours.
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Red Angus Maximising DNA
Results with GeneProb

T

specific genes being present in a wider, related population than the
animals with DNA test results available. Hence it is ideally suited
to Breed Society databases where pedigree relationships have been
collected over many generations.

he Red Angus Society has joined Angus Australia as
the latest breed to maximise the use of DNA results for
genetic conditions through the use of GeneProb.

Executive Officer of the Red Angus Society, Colin Rex explained
that GeneProb analyses are now being routinely conducted for
Osteopetrosis (OS), Alpha Mannosidosis (MA), Arthogryposis
Multiplex (AM) and Neuropathic Hydrocephalus (NH) with
the results for individual animals being displayed on the Animal
Enquiry facility that is available on the Red Angus Society website.

The most common use of GeneProb is to track recessive genetic
conditions by identifying the probability that an animal is a carrier
based on its pedigree. It can also be used to track genes of interest
like the red/black gene and genes for horn/poll.

Colin said that “the Red Angus Society had decided to use
GeneProb to assist breeders utilising Red Angus in their program
to make decisions on the management of any genetic conditions
that may be present. Registered breeders can now focus their
efforts on the animals that needed testing, rather than just blindly
testing all animals. GeneProb has really allowed us to maximise the
usefulness of the DNA test results we had, while minimising the
number of extra animals that needed testing”.
GeneProb is a product that was developed by Prof Brian Kinghorn
and Dr Richard Kerr at the University of New England and utilises
the basic principles of inheritance to estimate the probabilities of

Update on Industry Sire
Genotyping Project

A

uses, the first function of the genotype data will be to enable
the independent validation of Beef CRC developed prediction
equations for genomic breeding values for a number of traits in
each of the major beef breeds within Australia.

s reported in the last SBTS & TBTS Update
publication, the Beef CRC, in conjunction with Meat
and Livestock Australia, is currently undertaking
a project to collect DNA genotypes on sires that have been
widely used within the beef industry.
At the time of writing, DNA samples have been received for
over 1100 sires. The Animal Genetics Lab at the University of
Queensland is in the process of extracting high quality DNA
from these samples, which will then be forwarded to the DPI
Victoria Laboratory for genotyping with a 50K SNP chip.
The genotypes will be stored on the National Beef Genomics
database where they will serve as a valuable resource for the
development of DNA based technologies. Amongst other
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Closer to Your Clients Workshops

S

interested in hosting a workshop in 2011 are encouraged to
contact staff at SBTS or TBTS as soon as possible to register
their expression of interest.

BTS & TBTS will once again be offering seedstock
producers with the opportunity to host a one day
workshop on their property for their commercial clients
during 2011.
The workshops are conducted by members of the SBTS &
TBTS teams and are a mix of practical discussion and yard
demonstration. Sessions include discussion on the effective
selection of breeding cattle, an overview of the genetic
selection tools available and practical demonstrations of how
to use EBVs and selection indexes when choosing bulls.
Additional information on the “Closer to Your Client” package
is available on the SBTS website (http://sbts.une.edu.au) and
TBTS website (http://tbts.une.edu.au). Any seedstock herds

TransTasman Devon BREEDPLAN Analysis

W

ork is currently underway to develop a combined
TransTasman Devon GROUP BREEDPLAN
analysis that will include animals recorded on
the Devon Cattle Breeders Society of Australia and the New
Zealand Red Devon Cattle Breeders Association databases.
Once completed, this will bring the total number of breeds that
are conducting a TransTasman BREEDPLAN analysis to 11.
Work on developing the TransTasman Devon GROUP
BREEDPLAN analysis is scheduled for completion in early
2011, with the release of the results from the first analysis
planned for April 2011.

Changes in BREEDPLAN Staff Responsibilities

W

ith the recent addition of several new staff members to the pedigree and
performance team at ABRI, the staff member responsible for receiving and
processing the performance information within the BREEDPLAN office has
changed for several breeds.
An updated list of staff contacts for each breed is available from the “News & Events”
section of the BREEDPLAN website. To access this section, click on the text scrolling
across the homepage.
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Accessing Support in Application of
Genetic Technologies
For support and assistance in the use and understanding of the different genetic technologies that are available, such as
BREEDPLAN, BreedObject Selection Indexes, Internet Solutions, TakeStock & DNA based tools, please contact:

Technical Consultant

Breeds

Contact Details

Christian
Duff

Charolais		
Red Angus		 christian@sbts.une.edu.au
(02) 6773 2472
Shorthorn
Simmental

Andrew
Byrne

andrew@sbts.une.edu.au
Hereford
(02) 6773 3357
Murray Grey		

Phillip
Mann

Belmont Red
Braford
Brahman
Brangus
Charbray

Droughtmaster		
Santa Gertrudis
philip@tbts.une.edu.au
Senepol
(07) 4927 6066
Simbrah

Ashlee
Austin

Blonde d’Aquitaine Red Poll
Devon
Salers
Gelbvieh
South Devon

ashlee@sbts.une.edu.au
(02) 6773 3056

Alex
alex@limousin.com.au
Limousin		
McDonald
(02) 6771 1648
			

peter@angusaustralia.com.au
Peter
Angus		
(02) 6772 3011
Parnell
			
Note: With Michael Beattie’s departure, Wagyu members are advised to contact any of the above team members for assistance during the
remainder of 2010. In early 2011, a specific member of the team will be appointed as the designated Wagyu contact.

If you would like any further information on SBTS and TBTS please contact:

Southern Beef Technology Services
Telephone: (02) 6773 3555
Email: office@sbts.une.edu.au
Web: http://sbts.une.edu.au
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Tropical Beef Technology Services
Telephone: (07) 4927 6066
Email: office@tbts.une.edu.au
Web: http://tbts.une.edu.au

